Microbial Biodiversity: Straight from the Dolphin's Mouth.
Advances in metagenomic sequencing and bioinformatics have vastly expanded our knowledge of microbial phylogenetic and functional diversity. In this issue, Dudek et al. show that shotgun metagenomic sequencing of a less-well-studied environment - dolphin gums - uncovers surprising novelty in the bacterial tree of life, underscoring the promise of future discovery.